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<151> 1999-07-05 

<160> 35 

<170> Patentln version 3.1 

<210> 1 

<211> 889 

<212> PRT 

<213> Arabidopsis thaliana 

<400> 1 

Met Ser Glu Asn Ser Glu Pro Arg Gin Leu Glu Asn Ser Thr Ala Gly 
15 10 15 



Arg Glu Leu lie Pro Leu Ser Pro Thr Asn Ser Asp Gly Asn Asp Asp 
2 0 2 5 3 0 



Leu Asn Tyr His Leu His Ala Phe Glu Leu Ser Arg Leu Leu Leu Ser 
35 40 45 



Ser Gly His Pro Glu Ser Val lie Asp Leu Ser Ser Lys Cys. Thr Tyr 
50 55 60 



Phe Gin Gly Ser Pro Asn Leu Val Lys Tyr Leu Cys Ser lie Pro Asn 
65 70 75 80 



Ser Pro lie Ser Leu Ala Glu Asp Gly Phe Thr Val Thr Leu Ser Pro 

85 90 95 



Glu Ser Pro Ser Ala Pro Ala Ser Phe Ala Cys Ser Leu Asp Leu Gin 
100 105 110 



Glu Asn Val Val Leu Glu Gin Phe Met Asp Pro Arg Ser Leu Thr Leu 
115 120 125 



Lys His Ser Arg Glu Asn Ala Glu Gin Glu Glu Leu Glu Leu Met Pro 
130 135 140 



Leu Pro Lys Arg Ser Arg Asn Asp Gly Asn Asp Val Asn Tyr Ser Val 
145 150 155 160 



lie Asp Ser Arg Pro Asn Asp lie Arg Thr Val Ala Cys Gly Thr Met 

165 170 175 



Leu Gly Thr lie Leu Ala Leu Glu Ser Gin Ala Ser Val Phe Asn Leu 
180 185 190 



Ser Ala Ser Asn Arg Gly lie Glu Ala Phe Val Gin Asp His Gin Pro 
195 200 205 



Gly Pro Gin Thr Ser Asn Ala Ser Val Asp Val Asn Pro Thr His Arg 
210 215 220 



Leu Glu Glu Ser Lys Asn Asp Leu Pro Ser Pro Gin Glu Asp Gly Tyr 
225 230 235 240 
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Tyr Glu Arg Pro Glu lie Gly Asp Phe Gin lie Ala Asp Asn Gin lie 

245 250 255 



Leu lie Glu Glu Gly Asp Asp Lys Asn Lys Lys Asp Leu Phe Pro Lys 
260 265 270. 



Gly Glu lie Gin Thr Asp Ser Val Gin Ser Asp Pro Val Ala Ser Leu 
275 280 285 



Met Pro Thr Glu Asn Glu Leu Glu Pro Val Gin lie Val Asp Asp Thr 
290 295 300 



Glu Asp Leu Leu Val Asp Asp His Thr Val Asp lie Val Ser Thr Pro 
305 310 315 320 



Asp Arg Glu Leu Pro Leu Lys Pro Ser Ala Thr Glu Ala Asn Gin Asp 

325 ^ 330 335 



Lys Ser Leu Val Gin Lys Thr Leu Asp Gin Cys Lys Leu Pro Gly Asn 
340 345 350 



Ser Lys Thr Tyr Ser Cys Ser Pro Glu lie Lys His Thr Arg Lys Ser 
355 ^ 360 365 



Lys Val lie Gin Lys Arg Lys Gin Asn Phe Asn Thr Val Arg Leu Lys 
370 375 380 



Asp Gin Lys Asp Gin Ala Lys His Asn Thr lie Pro Asp Phe Asp Ser 
385 390 395 400 



Tyr Thr lie Val Glu Glu Glu Gly Ser Gly Gly Tyr Gly lie Val Tyr 

405 410 415 



Lys Ala Thr Arg Lys Thr Asp Gly Thr Glu Phe Ala lie Lys Cys Pro 
420 425 430 



His Val Gly Ala Gin Lys Tyr Tyr Val Asn Asn Glu lie Arg Met Leu 
435 440 445 
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Glu Arg Phe Gly Gly Lys Asn Cys lie lie Lys His Glu Gly Cys Leu 
450 455 460 



Lys Asn Gly Asp Ser Asp Cys lie lie Leu Glu His Leu Glu His Asp 
465 470 475 480 



Arg Pro Asp Ser Leu Lys Arg Glu lie Asp Val Tyr Gin Leu Gin' Trp 

485 490 495 



Tyr Gly Tyr Cys Met Phe Lys Ala Leu Ser Ser Leu His Lys Gin Gly 
500 505 510 



Val Val His Arg Asp Val Lys Pro Gly Asn Phe Leu Phe Ser Arg Lys 
515 " 520 ^ 525 



Thr Asn Lys Gly Tyr Leu lie Asp Phe Asn Leu Ala Met Asp Leu His 
530 " ' 535 ~ 540 



Gin Lys Tyr Arg Arg Ala Asp Lys Ser Lys Ala Ala Ser Gly Leu Pro 
545 550 555 560 



Thr Ala Ser Lys Lys His His Thr Leu Val Lys Ser Leu Asp Ala Val 

565 570 575 



Asn Arg Gly Thr Asn Lys Pro Ser Gin Lys Thr Leu Ala Pro Asn Ser 
580 585 590 



lie Lys Lys Ala Ala Gly Lys Thr Arg Ala Arg Asn Asp Met Thr Arg 
595 600 605 



Trp Glu Arg Leu Asn Ser Gin Gly Ala Glu Gly Ser Gly Leu Thr Ser 
610 615 620 



Ala Lys Asp Val Thr Ser Thr Arg Asn Asn Pro Ser Gly Glu Lys Arg 
625 630 635 640 



Arg Glu Pro Leu Pro Cys His Gly Arg Lys Ala Leu Leu Asp Phe Leu 

645 650 655 
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Gin Glu Thr Met Ser Val Pro lie Pro Asn His Glu Val Ser Ser Lys 
660 665 670 



Ala Pro Thr Ser Met Arg Lys Arg Val Ala Ala Leu Pro Gly Lys Ala 
675 680 685 



Glu Lys Glu Leu Leu Tyr Leu Thr Pro Met Pro Leu Cys Ser Asn Gly 
690 695 700 



Arg Pro Glu Ala Gly Asp Val lie Glu Lys Lys Asp Gly Pro Cys Ser 
705 710 715 720 



Gly Thr Lys Gly Phe Arg Ala Pro Glu Val Cys Phe Arg Ser Leu His 

725 730 735 



Gin Gly Pro Lys lie Asp Val Trp Ser Ala Gly Val Thr Leu Leu Tyr 
740 745 750 



Leu lie Met Gly Arg Thr Pro Phe Thr Gly Asp Pro Glu Gin Asn lie 
755 760 765 



Lys Asp lie Ala Gin Leu Arg Gly Ser Glu Glu Leu Trp Glu Val Ala 
770 775 780 



Lys Leu His Asn Arg Glu Ser Ser Phe Pro Lys Glu Leu Tyr Glu Ser 
785 790 795 800 



Arg Tyr Leu Lys Gly Met Glu Leu Arg Lys Trp Cys Glu Leu Asn Thr 

805 810 815 



Lys Arg Arg Glu Phe Leu Asp Val lie Pro Leu Ser Leu Leu Asp Leu 
820 825 830 



Val Asp Lys Cys Leu Thr Val Asn Pro Arg Arg Arg lie Ser Ala Glu 
835 840 845 



Asp Ala Leu Lys His Asp Phe Phe His Pro Val His Glu Thr Leu Arg 
850 ^ 855 860 
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Asn Gin Met Leu Leu Lys Gin Gin Pro Thr Val Val Ala Asp Ala Val 
865 870 875 880 

Ser Gin Thr Leu Asn Tyr Leu Gin Leu 

885 

<210> 2 
<211> 20 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic Peptide 
<400> 2 

Gly Tyr Gly lie Val Tyr Lys Ala Thr Arg Lys Thr Asp Gly Thr Glu 
1 5 ' 10 15 

Phe Ala lie Lys 
20 

<210> 3 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Peptide 
<400> 3 

Asp Val lie Glu Lys Lys Asp Gly Pro Cys Ser Gly Thr Lys Gly Phe 
1 5 10 15 
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Arg Ala Pro Glu 
20 



<210> 4 

<211> 29 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Peptide 

<400> 4 



Asn lie Lys Asp lie Ala Gin Leu Arg Gly Ser Glu Glu Leu Trp Glu 
15 10 15 



Val Ala Lys Leu His Asn Arg Glu Ser Ser Phe Pro Lys 
20 25 



<210> 5 
<211> 728 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 5 

Met Met Glu Asn Leu Leu Ala Asn Cys Val Gin Lys Asn Leu Asn His 
15 10 15 



Phe Met Phe Thr Asn Ala lie Phe Leu Cys Glu Leu Leu Leu Ala Gin 
20 25 30 



Phe Pro Ser Glu Val Asn Leu Gin Leu Leu Ala Arg Cys Tyr Leu Ser 
35 40 45 
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9; Asn Ser Gin Ala Tyr Ser Ala Tyr Tyr lie Leu Lys Gly Ser Lys Thr 
f 50 55 60 

Pro Gin Ser Arg Tyr Leu Phe Ala Phe Ser Cys Phe Lys Leu Asp Leu 

65 70 75 80 

Leu Gly Glu Ala Glu Ala Ala Leu Leu Pro Cys Glu Asp Tyr Ala Glu 

85 90 95 



Glu Val Pro Gly Gly Ala Ala Gly His Tyr Leu Leu Gly Leu lie Tyr 
100 105 110 



Arg Tyr Ser Gly Arg Lys Asn Cys Ser lie Gin Gin Phe Arg Met Ala 
115 J 120 125 



Leu Ser Phe Asp Pro Leu Cys Trp Glu Ala Tyr Gly Glu Leu Cys Ser 
130 135 140 



Leu Gly Ala Ala Glu Glu Ala Ser Thr Val Phe Gly Asn Val Ala Ser 
145 ~ 150 155 160 



Gin Arg Leu Gin Lys Thr Cys Val Glu Gin Arg lie Ser Phe Ser Glu 

165 170 175 



Gly Ala Thr lie Asp Gin lie Thr Asp Ser Asp Lys Ala Leu Lys Asp 
180 185 190 



Thr Gly Leu Ser Gin Thr Glu His lie Pro Gly Glu Asn Gin Gin Asp 
195 200 205 



Leu Lys lie Met Gin Gin Pro Gly Asp lie Pro Pro Asn Thr Asp Arg 
210 215 220 



Gin Leu Ser Thr Asn Gly Trp Asp Leu Asn Thr Pro Ser Pro Val Leu 
225 230 235 240 



Leu Gin Val Met Asp Ala Leu Pro Pro Leu Leu Leu Lys Asn Met Arg 

245 250 255 
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Arg Pro Ala Val Glu Gly Ser Leu Met Ser Val His Gly Val Arg Val 
260 265 270 



Arg Arg Arg Asn Phe Phe Ser Glu Glu Leu Ser Ala Glu Ala Gin Glu 
275 280 285 



Glu Ser Gly Arg Arg Arg Ser Ala Arg lie Ala Ala Arg Lys Lys Asn 
290 295 300 



Pro Met Ser Gin Ser Phe Gly Lys Asp Ser His Trp Leu His Leu Ser 
305 310 315 320 



Pro Ser Glu Ser Asn Tyr Ala Pro Ser Leu Ser Ser Met lie Gly Lys 

325 ' 330 335 



Cys Arg lie Gin Ser Ser Lys Glu Val lie Pro Asp Thr Val Thr Leu 
340 345 350 



Asn Asp Pro Ala Thr Thr Ser Gly Gin Ser Val Ser Asp lie Gly Ser 
355 360 365 



Ser Val Asp Asp Glu Glu Lys Ser Asn Pro Ser Glu Ser Ser Pro Asp 
370 375 380 



Arg Phe Ser Leu lie Ser Gly lie Ser Glu Val Leu Ser Leu Leu Lys 
385 390 ^ 395 400 



lie Leu Gly Asp Gly His Arg His Leu His Met Tyr Lys Cys Gin Glu 

405 410 415 



Ala Leu Leu Ala Tyr Gin Lys Leu Ser Gin Lys Gin Tyr Asn Thr His 
420 425 430 



Trp Val Leu Met Gin Val Gly Lys Ala Tyr Phe Glu Leu Gin Asp Tyr 
435 440 445 



Phe Asn Ala Asp Ser Ser Phe Thr Leu Ala His Gin Lys Tyr Pro Tyr 
450 455 460 
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Ala Leu Glu Gly Met Asp Thr Tyr Ser Thr Val Leu Tyr His Leu Lys 
465 470 475 480 



Glu Glu Met Arg Leu Gly Tyr Leu Ala Gin Glu Leu lie Ser Val Asp 

485 490 495 



Arg Leu Ser Pro Glu Ser Trp Cys Ala Val Gly Asn Cys Tyr Ser Leu 
500 505 510 



Arg Lys Asp His Asp Thr Ala Leu Lys Met Phe Gin Arg Ala lie Gin ' 
515 520 525 



Leu Asn Glu Arg Phe Thr Tyr Ala His Thr Leu Cys Gly His Glu Phe 
53 0 53 5 54 0 



Ala Ala Leu Glu Glu Phe Glu Asp Ala Glu Arg Cys Tyr Arg Lys Ala 
545 550 555 560 



Leu Gly lie Asp Thr Arg His Tyr Asn Ala Trp Tyr Gly Leu Gly Met 

565 570 575 



Thr Tyr Leu Arg Gin Glu Lys Phe Glu Phe Ala Gin His Gin Phe Gin 
580 585 590 



Leu Ala Leu Gin lie Asn Pro Arg Ser Ser Val lie Met Cys Tyr Tyr 
595 600 605 



Gly lie Ala Leu His Glu Ser Lys Arg Asn Asp Glu Ala Leu Met Met 
610 615 620 



Met Glu Lys Ala Val Leu Thr Asp Ala Lys Asn Pro Leu Pro Lys Tyr 
625 ~ 630 635 640 



Tyr Lys Ala His lie Leu Thr Ser Leu Gly Asp Tyr His Lys Ala Gin 

645 650 655 



Lys Val Leu Glu Glu Leu Lys Glu Cys Ala Pro Gin Glu Ser Ser Val 
660 665 670 



-10- 



His Ala Ser Leu Gly Lys lie Tyr Asn Gin Leu Lys Gin Tyr Asp Lys 
675 680 685 



Ala Val Leu His Phe Gly lie Ala Leu Asp Leu Ser Pro Ser Pro Ser 
690 695 700 



Asp Ala Val Lys lie Lys Ala Tyr Met Glu Arg Leu lie Leu Pro Asp 
705 710 715 720 



Glu Leu Val Thr Glu Glu Asn Leu 

725 



<210> 6 

<211> 24 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic Peptide 
<400> 6 

Val Asn Leu Gin Leu Leu Ala Arg Cys Tyr Leu Ser Asn Ser Gin Ala 
15 10 15 



Tyr Ser Ala Tyr Tyr lie Leu Lys 
2 0 



<210> 7 

<211> 18 

<212> PRT 

<213> Artificial Sequence 



<220> 
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<223> Synthetic Peptide 
<400> 7 

Ala Tyr Met Glu Arg Leu lie Leu Pro Asp Glu Leu Val Thr Glu Glu 
1 ~ 5 10 15 

Asn Leu 



<210> 8 

<211> 2681 

<212> DNA 

<213> Arabidopsis thaliana 



<400> 8 
atgtcagaaa 


actcggaacc 


gcgtcaactc 


gagaattcta 


cagccggaag 


agagctcatt 


60 


cctcttagtc 


ccaccaattc 


agacggcaac 


gacgacctta 


actatcatct 


gcatgctttt 


120 


gagttatctc 


gtctcctact 


ttcttctggt 


catccagaat 


ctgttataga 


tctttcttca 


180 


aagtgtacat 


acttccaagg 


ttctcctaat 


ctcgtcaaat 


atctttgctc 


gatccctaat 


240 


tctcctattt 


cccttgccga 


agatggcttc 


actgtgactc 


tctcgcctga 


gtctccctcc 


300 


gctccggcta 


gtttcgcctg 


tagtttggat 


ttgcaggaaa 


atgttgtgtt 


agaacagttt 


360 


atggatccga 


gatctctcac 


gctaaagcat 


tcgagagaga 


atgcggaaca 


agaggagcta 


420 


gagctcatgc 


cattgcccaa 


aagaagtcga 


aatgatggaa 


acgatgtgaa 


ttactctgta 


480 


atagatagca 


gacctaacga 


catcagaact 


gttgcctgtg 


gaactatgct 


tgggactatt 


540 


ttagctcttg 


aatcccaagc 


ttcggttttc 


aatttaagtg 


catctaaccg 


aggaatagag 


600 


gcttttgttc 


aagatcatca 


gcctggtccg 


cagacatcca 


atgcttcagt 


ggatgtcaat 


660 


cctacacatc 


ggttagagga 


aagcaagaac 


gatttgccat 


ctcctcagga 


ggatggatat 


720 


tacgagcgac 


ctgaaattgg 


agatttccaa 


attgctgaca 


accaaatatt 


aatcgaagaa 


780 


ggtgatgata 


aaaataagaa 


ggatctcttc 


cctaagggag 


agatacaaac 


tgattctgtg 


840 


cagtccgatc 


ccgttgcctc 


attgatgcca 


acagaaaatg 


agttagaacc 


agtgcagatt 


900 
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gtggatgaca 


ctgaagatct 


acttgtagat 


gatcacactg 


tagacatcgt 


tagcacccct 


960 


gacagagagc 


tgccgttgaa 


gccttctgct 


acagaagcta 


atcaagataa 


atctttggta 


1020 


caaaaaactc 


tggatcaatg 


caaattgccg 


ggaaacagca 


aaacgtacag 


ctgttcccct 


1080 


gagataaaac 


acaccagaaa 


aagtaaagtt 


atccagaaga 


ggaagcagaa 


ttttaacacc 


1140 


gttcgtctta 


aagatcagaa 


ggatcaggca 


aagcataaca 


caattccaga 


ttttgattct 


1200 


tacactattg 


tagaggaaga 


aggttcaggt 


ggctacggga 


ttgtttataa 


ggcaacgagg 


1260 


aaaactgatg 


gaacagagtt 


tgcaattaaa 


tgccctcatg 


ttggcgctca 


gaagtattat 


1320 


gtgaataatg 


aaatcagaat 


gctggagcgt 


tttgggggga 


aaaactgtat 


aataaagcat 


1380 


gaaggctgtc 


tcaagaatgg 


agattctgat 


tgcatcatcc 


ttgagcacct 


tgaacatgac 


1440 


agacctgatt 


cattgaagag 


agaaatagat 


gtgtatcagc 


tgcagtggta 


cggctactgc 


1500 


atgttcaaag 


ctctatcgag 


tctgcataag 


cagggtgttg 


ttcataggga 


tgttaagcca 


1560 


ggaaacttcc 


tcttctctag 


gaagaccaac 


aaaggctatc 


tcattgattt 


taaccttgcc 


1620 


atggatttgc 


accagaagta 


cagaagagca 


gataaatcaa 


aagcagcttc 


aggtcttcct 


1680 


accgccagca 


agaaacatca 


tacattggtt 


aaatcactcg 


atgcggtaaa 


ccgagggacc 


1740 


aacaaacctt 


ctcagaaaac 


tttagcgcct 


aatagtatca 


agaaagcagc 


gggaaagaca 


1800 


agagctcgga 


atgacatgac 


cagatgggag 


agactcaata 


gccaaggggc 


agaagggtct 


1860 


ggcttaactt 


cagctaaaga 


tgtgaccagc 


acaaggaaca 


acccttcagg 


tgaaaagaga 


1920 


agagagcctt 


tgccatgtca 


tggaagaaaa 


gcgcttttag 


attttctgca 


agagacaatg 


1980 


tctgttccaa 


ttccaaacca 


tgaagtatca 


tccaaagctc 


ctacgtctat 


gagaaaacgg 


2040 


gtagctgctc 


ttccagggaa 


agctgagaag 


gaacttcttt 


atctgacccc 


aatgccactg 


2100 


tgctctaacg 


gtcggcctga 


agcaggggac 


gtaattgaga 


agaaagacgg 


tccttgctca 


2160 


ggaaccaaag 


gcttccgagc 


tccagaggtt 


tgcttcagat 


ctttgcacca 


aggacctaag 


2220 


atagacgtgt 


ggtctgcggg 


agttactttg 


ttatacctca 


taatgggaag 


gacacctttc 


2280 


actggtgacc 


ctgaacagaa 


cataaaggac 


attgcacaac 


tacgaggcag 


tgaagaatta 


2340 


tgggaagtag 


ccaagctgca 


caaccgtgaa 


tcctctttcc 


ctaaggaatt 


atacgagtca 


2400 


aggtacttga 


aggggatgga 


gttgagaaaa 


tggtgcgaac 


tcaacacaaa 


acgcagagag 


2460 
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r 

r tttctagacg taattccact atcgcttctt 
ccgaggcgac gaatcagcgc agaggatgct 
gaaaccctta gaaaccaaat gctccttaaa 
agccaaactc taaactattt acaattgtaa 

<210> 9 

<211> 2434 

<212> DNA 

<213> Arabidopsis thaliana 



<400> 9 
atgatggaga 


atctactggc 


gaattgtgtc 


cagaaaaacc 


ttaaccattt 


tatgttcacc 


60 


aatgctatct 


tcctttgcga 


acttcttctc 


gcccaatttc 


catctgaggt 


gaacctgcaa 


120 


ttgttagcca 


ggtgttactt 


gagtaacagt 


caagcttata 


gtgcatatta 


tatccttaaa 


180 


ggttcaaaaa 


cgcctcagtc 


tcggtattta 


tttgcattct 


catgctttaa 


gttggatctt 


240 


cttggagagg 


ctgaagctgc 


attgttgccc 


tgtgaagatt 


atgctgaaga 


agttcctggt 


300 


ggtgcagctg 


ggcattatct 


tcttggtctt 


atatatagat 


attctgggag 


gaagaactgt 


360 


tcaatacaac 


agtttaggat 


ggcattgtca 


tttgatccat 


tgtgttggga 


agcatatgga 


420 


gaactttgta 


gtttaggtgc 


cgctgaagaa 


gcctcaacag 


ttttcgggaa 


tgttgcttcc 


480 


cagcgtctta 


aaacttgtgt 


agaacaaaga 


ataagcttct 


cagaaggagc 


aaccatagac 


540 


cagattacag 


attctgataa 


ggccttaaaa 


gatacaggtt 


tatcgcaaac 


agaacacatt 


600 


cc aggagaga 


accaacaaga 


tctgaaaatt 


atgcagcagc 


ctggagatat 


tccaccaaat 


660 


actgacaggc 


aacttagtac 


aaacggatgg 


gacttgaaca 


caccttctcc 


agtgctttta 


720 


caggtaatgg 


atgctccacc 


gcctctgctt 


cttaagaata 


tgcgtcgtcc 


agcagtggaa 


780 


ggatctttga 


tgtctgtaca 


tggagtgcgt 


gtgcgtcgaa 


gaaacttttt 


tagtgaagaa 


840 


ttgtcagcag 


aggctcaaga 


agaatctggg 


cgccgccgta 


gtgctagaat 


agcagcaagg 


900 


aaaaagaatc 


ctatgtcgca 


gtcatttgga 


aaagattccc 


attggttaca 


tctttcacct 


960 



gacctcgttg ataaatgttt gaccgttaac 2520 

ctcaagcacg acttcttcca tccagtacat 2580 

cagcagccta cagtggttgc tgacgcagta 2640 

aagtaaataa g 2681 
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tccgagtcaa 


actatgcacc 


ttctctttcc 


tcgatgattg 


gaaaatgcag 


aatccaaagc 


1020 


agcaaagaag 


cgattcctga 


taccgttact 


ctaaatgatc 


cagcaacgac 


gtcaggccag 


1080 


tctgtaagtg 


acactggaag 


ctctgttgat 


gatgaggaaa 


agtcaaatcc 


tagtgaatct 


1140 


tccccggatc 


gtttcagcct 


tatttctgga 


atttcagaag 


tgctaggcat 


tctgaaaatt 


1200 


cttggagatg 


gccacaggca 


tttacatatg 


tacaagtgtc 


aggaagcttt 


gttggcatat 


1260 


caaaagctat 


ctcagaaaca 


atacaataca 


cactgggttc 


tcatgcaggt 


tggaaaagca 


1320 


tattttgagc 


tacaagacta 


cttcaacgct 


gactcttcct 


ttactcttgc 


tcatcaaaag 


1380 


tatccttatg 


ctttggaagg 


aatggataca 


tactccactg 


ttctttatca 


cctgaaagaa 


1440 


gagatgaggt 


tgggctatct 


ggctcaggaa 


ctgatttcag 


ttgatcgcct 


gtctccagaa 


1500 


tcctggtgtg 


cagttgggaa 


ctgttacagt 


ttgcgtaagg 


atcatgatac 


tgctctcaaa 


1560 


atgtttcaga 


gagctatcca 


actgaatgaa 


agattcacat 


atgcacatac 


cctttgtggc 


1620 


cacgagtttg 


ccgcattgga 


agaattcgag 


gatgcagaga 


gatgctaccg 


gaaggctctg 


1680 


ggcatagata 


cgagacacta 


taatgcatgg 


tacggtcttg 


gaatgaccta 


tcttcgtcag 


1740 


gagaaattcg 


agtttgcgca 


gcatcaattt 


caactggctc 


tccaaataaa 


tccaagatct 


1800 


tcagtcatca 


tgtgttacta 


tggaattgct 


ttgcatgagt 


caaagagaaa 


cgatgaggcg 


1860 


ttgatgatga 


tggagaaggc 


tgtactcact 


gatgcaaaga 


atccgctccc 


caagtactac 


1920 


aaggctcaca 


tattaaccag 


cctaggtgat 


tatcacaaag 


cacagaaagt 


tttagaagag 


1980 


ctcaaagaat 


gtgctcctca 


agaaagcagt 


gtccatgcat 


cgcttggcaa 


aatatacaat 


2040 


cagctaaagc 


aatacgacaa 


agccgtgtta 


catttcggca 


ttgctttgga 


tttaagccct 


2100 


tctccatctg 


atgctgtcaa 


gataaaggct 


tacatggaga 


ggttgatact 


accagacgag 


2160 


ctggtgacgg 


aggaaaattt 


gtagatttat 


tgtgcaggta 


atacaccaga 


ttatgtttct 


2220 


catataaccc 


aaagtcatct 


gtaatttttc 


tcatctttag 


atcagtcttg 


tggactaacc 


2280 


ctaaaacaaa 


actgattata 


taaacttaga 


gggtaatatt 


acagaaaatt 


gtatagagtt 


2340 


gggtttgaat 


tttcatttct 


tttccaagtt 


ggaacttttg 


ttcaaaaaaa 


aaaaaaaaaa 


2400 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaa 






2434 



<210> 10 
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<211> 161 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Peptide 
<400> 10 

Met Glu Ala Met Leu Val Asp Cys Val Asn Asn Ser Leu Arg His Phe 
15 10 15 



Val Tyr Lys Asn Ala lie Phe Met Cys Glu Arg Leu Cys Ala Glu Phe 
20 25 3 0 



Pro Ser Glu Val Asn Leu Gin Leu Leu Ala Thr Ser Tyr Leu Gin Asn 
35 40 45 



Asn Gin Ala Tyr Ser Ala Tyr His Leu Leu Lys Gly Thr Gin Met Ala 
50 55 60 



Gin Ser Arg Tyr Leu Phe Ala Leu Ser Cys Phe Gin Met Asp Leu Leu 
65 70 75 80 



Asn Glu Ala Glu Ser Ala Leu Cys Pro Val Asn Glu Pro Gly Ala Glu 

85 90 95 



lie Pro Asn Gly Ala Ala Gly His Tyr Leu Leu Gly Leu lie Tyr Lys 
100 105 110 



Lys Asn Ala Ala Gin Gin Phe Lys Gin Ser Leu Thr lie Asp Pro Leu 
115 120 125 



Leu Trp Ala Ala Tyr Glu Glu Leu Cys lie Leu Gly Ala Ala Glu Glu 
130 135 140 



Ala Thr Ala Val Phe Gly Glu Thr Ala Ala Leu Ser lie Gin Lys Gin 
145 150 155 160 
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Tyr 

<210> 11 

<211> 716 

<212> PRT 

<213> Arabidopsis thaliana 

<400> 11 

Met Met Glu Asn Leu Leu Ala Asn Cys Val Gin Lys Asn Leu Asn His 
1 5 10 15 



Phe Met Phe Thr Asn Ala lie Phe Leu Cys Glu Leu Leu Leu Ala Gin 
20 25 30 



Phe Pro Ser Glu Val Asn Leu Gin Leu Leu Ala Arg Cys Tyr Leu Ser 
35 40 45 



Asn Ser Gin Ala Tyr Ser Ala Tyr Tyr lie Leu Lys Gly Ser Lys Thr 
50 " 55 60 



Pro Gin Ser Arg Tyr Leu Phe Ala Phe Ser Cys Phe Lys Leu Asp Leu 
65 70 75 80 



Leu Gly Glu Ala Glu Ala Ala Leu Leu Pro Cys Glu Asp Tyr Ala Glu 

85 90 95 



Glu Val Pro Gly Gly Ala Ala Gly His Tyr Leu Leu Gly Leu lie Tyr 
100 105 110 



Arg Tyr Ser Gly Arg Lys Asn Cys Ser lie Gin Gin Phe Arg Met Ala 
115 * ~ * 120 125 



Leu Ser Phe Asp Pro Leu Cys Trp Glu Ala Tyr Gly Glu Leu Cys Ser 
130 135 140 
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>' Leu Gly Ala Ala Glu Glu Ala Ser Thr Val Phe Gly Asn Val Ala Ser 
145 150 155 160 



Gin Arg Leu Lys Thr Cys Val Glu Gin Arg lie Ser Phe Ser Glu Gly 

165 170 175 



Ala Thr lie Asp Gin lie Thr Asp Ser Asp Lys Ala Leu Lys Asp Thr 
180 185 190 



Gly Leu Ser Gin Thr Glu His lie Pro Gly Glu Asn Gin Gin Asp Leu 
195 200 205 



Lys lie Met Gin Gin Pro Gly Asp lie Pro Pro Asn Thr Asp Arg Gin 
210 215 220 



Leu Ser Thr Asn Gly Trp Asp Leu Asn Thr Pro. Ser Pro Val Leu Leu 
225 230 235 240 



Gin Val Met Asp Ala Pro Pro Pro Leu Leu Leu Lys Asn Met Arg Arg 

245 250 255 



Pro Ala Val Glu Gly Ser Leu Met Ser Val His Gly Val Arg Val Arg 
260 265 270 



Arg Arg Asn Phe Phe Ser Glu Glu Leu Ser Ala Glu Ala Gin Glu Glu 
275 280 285 



Ser Gly Arg Arg Arg Ser Ala Arg lie Ala Ala Arg Lys Lys Asn Pro 
290 295 300 



Met Ser Gin Ser Phe Gly Lys Asp Ser His Trp Leu His Leu Ser Pro 
305 310 315 320 



Ser Glu Ser Asn Tyr Ala Pro Ser Leu Ser Ser Met lie Gly Lys Cys 

325 330 335 



Arg lie Gin Ser Ser Lys Glu Ala Thr Thr Ser Gly Gin Ser Val Ser 
340 345 350 
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Asp Thr Gly Ser Ser Val Asp Asp Glu Glu Lys Ser Asn Pro Ser Glu 
355 360 365 



Ser Ser Pro Asp Arg Phe Ser Leu lie Ser Gly lie Ser Glu Val Leu 
370 375 380 



Ser lie Leu Lys lie Leu Gly Asp Gly His Arg His Leu His Met Tyr 
385 390 395 400 



Lys Cys Gin Glu Ala Leu Leu Ala Tyr Gin Lys Leu Ser Gin Lys Gin 

405 410 415 



Tyr Asn Thr His Trp Val Leu Met Gin Val Gly Lys Ala Tyr Phe Glu 
420 425 430 



Leu Gin Asp Tyr Phe Asn Ala Asp Ser Ser Phe Thr Leu Ala His Gin 
435 440 445 



Lys Tyr Pro Tyr Ala Leu Glu Gly Met Asp Thr Tyr Ser Thr Val Leu 
450 455 460 



Tyr His Leu Lys Glu Glu Met Arg Leu Gly Tyr Leu Ala Gin Glu Leu 
465 470 475 . 480 



lie Ser Val Asp Arg Leu Ser Pro Glu Ser Trp Cys Ala Val Gly Asn 

485 490 495 



Cys Tyr Ser Leu Arg Lys Asp His Asp Thr Ala Leu Lys Met Phe Gin 
500 ~ 505 510 



Arg Ala lie Gin Leu Asn Glu Arg Phe Thr Tyr Ala His Thr Leu Cys 
515 520 525 



Gly His Glu Phe Ala Ala Leu Glu Glu Phe Glu Asp Ala Glu Arg Cys 
530 535 540 



Tyr Arg Lys Ala Leu Gly lie Asp Thr Arg His Tyr Asn Ala Trp Tyr 
545 550 555 560 
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Gly Leu Gly Met Thr Tyr Leu Arg Gin Glu Lys Phe Glu Phe Ala Gin 

565 ~ 570 575 



His Gin Phe Gin Leu Ala Leu Gin lie Asn Pro Arg Ser Ser Val lie 
580 585 590 



Met Cys Tyr Tyr Gly lie Ala Leu His Glu Ser Lys Arg Asn Asp Glu 
595 " " 600 605 



Ala Leu Met Met Met Glu Lys Ala Val Leu Thr Asp Ala Lys Asn Pro 
610 615 620 



Leu Pro Lys Tyr Tyr Lys Ala His lie Leu Thr Ser Leu Gly Asp Tyr 
625 " ~ " 630 635 640 



His Lys Ala Gin Lys Val Leu Glu Glu Leu Lys Glu Cys Ala Pro Gin 

645 650 655 



Glu Ser Ser Val His Ala Ser Leu Gly Lys lie Tyr Asn Gin Leu Lys 
660 665 670 



Gin Tyr Asp Lys Ala Val Leu His Phe Gly lie Ala Leu Asp Leu Ser 
675 680 685 



Pro Ser Pro Ser Asp Ala Val Lys lie Lys Ala Tyr Met Glu Arg Leu 
690 ** 695 700 



lie Leu Pro Asp Glu Leu Val Thr Glu Glu Asn Leu 
705 710 715 



<210> 12 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 
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<223> Synthetic Peptide 
<400> 12 

Ala lie Pro Asp Thr Val Thr Leu Asn Asp Pro Ala 
1 5 10 

<210> 13 

<211> 739 

<212> PRT 

<213> Arabidopsis thaliana 

<400> 13 

Met Glu Ala Met Leu Val Asp Cys Val Asn Asn Ser Leu Arg His Phe 
1 5 10 15 



Val Tyr Lys Asn Ala lie Phe Met Cys Glu Arg Leu Cys Ala Glu Phe 
20 25 30 



Pro Ser Glu Val Asn Leu Gin Leu Leu Ala Thr Ser Tyr Leu Gin Asn 
35 40 45 



Asn Gin Ala Tyr Ser Ala Tyr His Leu Leu Lys Gly Thr Gin Met Ala 
50 ' 55 60 



Gin Ser Arg Tyr Leu Phe Ala Leu Ser Cys Phe Gin Met Asp Leu Leu 
65 70 75 80 



Asn Glu Ala Glu Ser Ala Leu Cys Pro Val Asn Glu Pro Gly Ala Glu 

85 90 95 



lie Pro Asn Gly Ala Ala Gly His Tyr Leu Leu Gly Leu lie Tyr Lys 
100 105 110 



Lys Asn Ala Ala Gin Gin Phe Lys Gin Ser Leu Thr lie Asp Pro Leu 
115 120 125 
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Leu Trp Ala Ala Tyr Glu Glu Leu Cys lie Leu Gly Ala Ala Glu Glu 
130 135 140 



Ala Thr Ala Val Phe Gly Glu Thr Ala Ala Leu Ser lie Gin Lys Gin 
145 150 155 160 



Tyr Met Gin Gin Leu Ser Thr Ser Leu Gly Leu Asn Thr Tyr Asn Glu 

165 170 175 



Glu Arg Asn Ser Thr Ser Thr Lys Asn Thr Ser Ser Glu Asp Tyr Ser 
180 185 190 



Pro Arg Gin Ser Lys His Thr Gin Ser His Gly Leu Lys Asp lie Ser 
195 200 205 



Gly Asn Phe His Ser His Gly Val Asn Gly Gly Val Ser Asn Met Ser 
210 215 220 



Phe Tyr Asn Thr Pro Ser Pro Val Ala Ala Gin Leu Ser Gly lie Ala 
225 230 235 240 



Pro Pro Pro Leu Phe Arg Asn Phe Gin Pro Ala Val Ala Asn Pro Asn 

245 250 255 



Ser Leu lie Thr Asp Ser Ser Pro Lys Ser Thr Val Asn Ser Thr Leu 
260 " 265 270 



Gin Ala Pro Arg Arg Lys Phe Val Asp Glu Gly Lys Leu Arg Lys lie 
275 280 285 



Ser Gly Arg Leu Phe Ser Asp Ser Gly Pro Arg Arg Ser Ser Arg Leu 
290 295 300 



Ser Ala Asp Ser Gly Ala Asn lie Asn Ser Ser Val Ala Thr Val Ser 
305 310 315 320 



Gly Asn Val Asn Asn Ala Ser Lys Tyr Leu Gly Gly Ser Lys Leu Ser 

325 330 335 
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Ser Leu Ala Leu Arg Ser Val Thr Leu Arg Lys Gly His Ser Trp Ala 
340 ~ 345 350 



Asn Glu Asn Met Asp Glu Gly Val Arg Gly Glu Pro Phe Asp Asp Ser 
355 " 360 365 



Arg Pro Asn Thr Ala Ser Thr Thr Gly Ser Met Ala Ser Asn Asp Gin 
370 375 380 



Glu Asp Glu Thr Met Ser lie Gly Gly lie Ala Met Ser Ser Gin Thr 
385 390 395 400 



lie Thr lie Gly Val Ser Glu lie Leu Asn Leu Leu Arg Thr Leu Gly 

405 410 415 



Glu Gly Cys Arg Leu Ser Tyr Met Tyr Arg Cys Gin Glu Ala Leu Asp 
420 425 430 



Thr Tyr Met Lys Leu Pro His Lys His Tyr Asn Thr Gly Trp Val Leu 
435 440 445 



Ser Gin Val Gly Lys Ala Tyr Phe Glu Leu lie Asp Tyr Leu Glu Ala 
450 455 460 



Glu Lys Ala Phe Arg Leu Ala Arg Leu Ala Ser Pro Tyr Cys Leu Glu 
465 470 475 480 



Gly Met Asp lie Tyr Ser Thr Val Leu Tyr His Leu Lys Glu Asp Met 

485 490 495 



Lys Leu Ser Tyr Leu Ala Gin Glu Leu lie Ser Thr Asp Arg Leu Ala 
500 505 510 



Pro Gin Ser Trp Cys Ala Met Gly Asn Cys Tyr Ser Leu Gin Lys Asp 
515 ^ 520 525 



His Glu Thr Ala Leu Lys Asn Phe Leu Arg Ala Val Gin Leu Asn Pro 
530 535 540 
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Arg Phe Ala Tyr Ala His Thr Leu Cys Gly His Glu Tyr Thr Thr Leu 
545 550 555 560 



Glu Asp Phe Glu Asn Gly Met Lys Ser Tyr Gin Asn Ala Leu Arg Val 

565 570 575 



Asp Thr Arg His Tyr Asn Ala Trp Tyr Gly Leu Gly Met lie Tyr Leu 
580 585 590 



Arg Gin Glu Lys Leu Glu Phe Ser Glu His His Phe Arg Met Ala Phe 
595 ~ 600 605 



Leu lie Asn Pro Ser Ser Ser Val lie Met Ser Tyr Leu Gly Thr Ser 
610 615 620 



Leu His Ala Leu Lys Arg Ser Glu Glu Ala Leu Glu lie Met Glu Gin 
625 " 630 635 640 



Ala lie Val Ala Asp Arg Lys Asn Pro Leu Pro Met Tyr Gin Lys Ala 

645 " 650 655 



Asn lie Leu Val Cys Leu Glu Arg Leu Asp Glu Ala Leu Glu Val Leu 
660 ~ 665 670 



Glu Glu Leu Lys Glu Tyr Ala Pro Ser Glu Ser Ser Val Tyr Ala Leu 
675 " 680 685 



Met Gly Arg lie Tyr Lys Arg Arg Asn Met His Asp Lys Ala Met Leu 
690 ~ " * 695 700 



His Phe Gly Leu Ala Leu Asp Met Lys Pro Pro Ala Thr Asp Val Ala 
705 710 715 720 



Ala lie Lys Ala Ala Met Glu Lys Leu His Val Pro Asp Glu lie Asp 

725 730 735 



Glu Ser Pro 
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<210> 14 

<211> 2401 

<212> DNA 

<213> Arabidopsis thaliana 



<400> 14 
atgatggaga 


atctactggc 


gaattgtgtc 


cagaaaaacc 


ttaaccattt 


tatgttcacc 


60 


aatgctatct 


tcctttgcga 


acttcttctc 


gcccaatttc 


catctgaggt 


gaacctgcaa 


120 


ttgttagcca 


ggtgttactt 


gagtaacagt 


caagcttata 


gtgcatatta 


tatccttaaa 


180 


ggttcaaaaa 


cgcctcagtc 


tcggtattta 


tttgcattct 


catgctttaa 


gttggatctt 


240 


cttggagagg 


ctgaagctgc 


attgttgccc 


tgtgaagatt 


atgctgaaga 


agttcctggt 


300 


ggtgcagctg 


ggcattatct 


tcttggtctt 


atatatagat 


attctgggag 


gaagaactgt 


360 


tcaatacaac 


agtttaggat 


ggcattgtca 


tttgatccat 


tgtgttggga 


agcatatgga 


420 


gaactttgta 


gtttaggtgc 


cgctgaagaa 


gcctcaacag 


ttttcgggaa 


tgttgcttcc 


480 


cagcgtctta 


aaacttgtgt 


agaacaaaga 


ataagcttct 


cagaaggagc 


aaccatagac 


540 


cagattacag 


attctgataa 


ggccttaaaa 


gatacaggtt 


tatcgcaaac 


agaacacatt 


600 


ccaggagaga 


accaacaaga 


tctgaaaatt 


atgcagcagc 


ctggagatat 


tccaccaaat 


660 


actgacaggc 


aacttagtac 


aaacggatgg 


gacttgaaca 


caccttctcc 


agtgctttta 


720 


caggtaatgg 


atgctccacc 


gcctctgctt 


cttaagaata 


tgcgtcgtcc 


agcagtggaa 


780 


ggatctttga 


tgtctgtaca 


tggagtgcgt 


gtgcgtcgaa 


gaaacttttt 


tagtgaagaa 


840 


ttgtcagcag 


aggctcaaga 


agaatctggg 


cgccgccgta 


gtgctagaat 


agcagcaagg 


900 


aaaaagaatc 


ctatgtcgca 


gtcatttgga 


aaagattccc 


attggttaca 


tctttcacct 


960 


tccgagtcaa 


actatgcacc 


ttctctttcc 


tcgatgattg 


gaaaatgcag 


aatccaaagc 


1020 


agcaaagaag 


caacgacgtc 


aggccagtct 


gtaagtgaca 


ctggaagctc 


tgttgatgat 


1080 


gaggaaaagt 


caaatcctag 


tgaatcttcc 


ccggatcgtt 


tcagccttat 


ttctggaatt 


1140 


tcagaagtgc 


taagcattct 


gaaaattctt 


ggagatggcc 


acaggcattt 


acatatgtac 


1200 


aagtgtcagg 


aagctttgtt 


ggcatatcaa 


aagctatctc 


agaaacaata 


caatacacac 


1260 
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tgggttctca 


tgcaggttgg 


aaaagcatat 


tttgagctac 


aagactactt 


caacgctgac 


1320 


tcttccttta 


ctcttgctca 


tcaaaagtat 


ccttatgctt 


tggaaggaat 


ggatacatac 


1380 


tccactgttc 


tttatcacct 


gaaagaagag 


atgaggttgg 


gctatctggc 


tcaggaactg 


1440 


atttcagttg 


atcgcctgtc 


tccagaatcc 


tggtgtgcag 


ttgggaactg 


ttacagtttg 


1500 


cgtaaggatc 


atgatactgc 


tctcaaaatg 


tttcagagag 


ctatccaact 


gaatgaaaga 


1560 


ttcacatatg 


cacataccct 


ttgtggccac 


gagtttgccg 


cattggaaga 


attcgaggat 


1620 


gcagagagat 


gctaccggaa 


ggctctgggc 


atagatacga 


gacactataa 


tgcatggtac 


1680 


ggtcttggaa 


tgacctatct 


tcgtcaggag 


aaattcgagt 


ttgcgcagca 


tcaatttcaa 


1740 


ctggctctcc 


aaataaatcc 


aagatcttca 


gtcatcatgt 


gttactatgg 


aattgctttg 


1800 


catgagtcaa 


agagaaacga 


tgaggcgttg 


atgatgatgg 


agaaggctgt 


actcactgat 


1860 


gcaaagaatc 


cgctccccaa 


gtactacaag 


gctcacatat 


taaccagcct 


aggtgattat 


1920 


cacaaagcac 


agaaagtttt 


agaagagctc 


aaagaatgtg 


ctcctcaaga 


aagcagtgtc 


1980 


catgcatcgc 


ttggcaaaat 


atacaatcag 


ctaaagcaat 


acgacaaagc 


cgtgttacat 


2040 


ttcggcattg 


ctttggattt 


aagcccttct 


ccatctgatg 


ctgtcaagat 


aaaggcttac 


2100 


atggagaggt 


tgatactacc 


agacgagctg 


gtgacggagg 


aaaatttgta 


gatttattgt 


2160 


gcaggtaata 


caccagatta 


tgtttctcat 


ataacccaaa 


gtcatctgta 


atttttctca 


2220 


tctttagatc 


agtcttgtgg 


actaacccta 


aaacaaaact 


gattatataa 


acttagaggg 


2280 


taatattaca 


gaaaattgta 


tagagttggg 


tttgaatttt 


catttctttt 


ccaagttgga 


2340 


acttttgttc 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


2400 



2401 



<210> 15 

<211> 2220 

<212> DNA 

<213> Arabidopsis thaliana 

<400> 15 
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atggaagcta 


tgcttgtgga 


ctgtgtaaac 


aacagtcttc 


gtcattttgt 


ctacaaaaat 


60 


gctattttca 


tgtgcgagcg 


tctctgcgct 


gagtttcctt 


ctgaggttaa 


tttgcagcta 


120 


ttagccacca 


gctacctgca 


gaataatcaa 


gcttacagtg 


catatcatct 


gctaaaggga 


180 


acacaaatgg 


ctcagtcccg 


atacttgttc 


gcattatcat 


gcttccagat 


ggaccttctc 


240 


aatgaagctg 


aatctgcact 


ctgccctgtt 


aatgaacctg 


gtgcggagat 


cccaaatggt 


300 


gcagcaggcc 


attaccttct 


tggacttatt 


tacaagaaga 


atgctgctca 


acaatttaaa 


360 


cagtccttga 


caatagaccc 


tctactttgg 


gctgcatatg 


aggaattatg 


tatattaggt 


420 


gctgctgagg 


aagcaactgc 


agtttttggt 


gaaacagctg 


ctctctccat 


tcaaaagcag 


480 


tatatgcaac 


aactgtcaac 


ttccctcggc 


ttaaacactt 


acaacgagga 


acgtaattca 


540 


acttctacta 


aaaacacgag 


ttctgaagat 


tatagtccaa 


ggcagtctaa 


acacacacaa 


600 


agccatggcc 


ttaaagatat 


ctccggaaat 


ttccattctc 


atggagttaa 


tggaggtgtt 


660 


tcgaacatgt 


cattctataa 


tacgccttcg 


ccagtggctg 


cacagctatc 


cggtatagct 


720 


ccaccaccac 


ttttccggaa 


ttttcagcca 


gctgttgcaa 


acccaaactc 


ccttattact 


780 


gacagttctc 


caaagtccac 


tgttaactct 


actcttcaag 


cacctagaag 


aaagtttgta 


840 


gatgaaggaa 


agttacgtaa 


gatttctggc 


agactatttt 


ctgattctgg 


tccacgacgg 


900 


agttcaagac 


tgtctgctga 


ttcaggggca 


aacattaatt 


caagtgttgc 


aacagtaagc 


960 


ggaaatgtga 


acaacgcttc 


caagtatttg 


ggaggttcta 


aattgagttc 


tttggcactt 


1020 


cgttctgtaa 


cacttcggaa 


gggacactcc 


tgggcaaatg 


aaaacatgga 


tgaaggggtc 


1080 


cgtggggaac 


cttttgatga 


ttcaaggcct 


aatactgcct 


caacgactgg 


ttctatggct 


1140 


tccaatgatc 


aagaagacga 


aacaatgtcg 


attggtggca 


tagcaatgag 


ttctcaaaca 


1200 


atcacaattg 


gtgtttcgga 


aattttaaac 


ctccttagga 


cactcggaga 


agggtgtaga 


1260 


ctttcataca 


tgtacaggtg 


tcaggaggca 


ctggatacgt 


atatgaaact 


tccacataag 


1320 


cattataata 


caggatgggt 


tctttcccag 


gtcgggaaag 


catactttga 


actaattgac 


1380 


tatttagagg 


ctgaaaaggc 


attccgtctt 


gcccgtctgg 


cttctcctta 


ttgcttagaa 


1440 


ggaatggata 


tatactctac 


ggtcctctat 


catttgaagg 


aagacatgaa 


gctgagttac 


1500 


ttggctcagg 


aactaatatc 


aaccgatcgc 


ttagctcctc 


aatcttggtg 


tgctatggga 


1560 
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* aattgctata gcttgcaaaa ggaccatgag accgcactga agaatttcct acgagctgtt 1620 

caactgaatc caagatttgc atatgcacat accttatgtg gccacgaata cacaactctt 1680 

gaggattttg agaacggaat gaaaagttac caaaacgcac ttcgtgtaga tacaagacac 1740 

tacaacgcat ggtacgggct tggaatgata tatctacgcc aagagaagtt agagttctca 1800 

gagcatcact tcagaatggc tttcctaata aacccgagtt cctctgttat aatgtcttat 1860 

ttagggacat ctttgcatgc cttgaagaga agtgaggaag cactagagat aatggagcaa 192 0 

gccatagtag cagatagaaa aaaccctctt ccaatgtacc agaaagctaa catacttgtc 1980 

tgcttagaaa gattagatga agctctagaa gttcttgagg agctcaaaga gtatgcgcct 2 040 

tcagagagca gcgtttacgc tttaatgggc aggatctata agcggcgaaa catgcacgat 2100 

aaagccatgc ttcatttcgg tctagcttta gatatgaaac cgcctgcaac tgacgttgct 2160 

gcaataaagg ctgcaatgga gaaattgcat gttccagatg agatcgatga gagcccgtga 2220 

<210> 16 

<211> 34 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Peptide 
<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (1) . . (3) 

<223> X = any amino acid 

<220> 

<221> MIS C_FE ATURE 
<222> (5) . . (6) 
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<223> 



X = any amino acid 



<220> 

<22 1 > MISC_FEATURE 

<222> (9) . . (10) 

<223> X = any amino acid 

<220> 

<221> MIS C_FE ATURE 

<222> (12) . . (19) 

<223> X = any amino acid 

<220> 

<221> MIS C_F E ATURE 

<222> (21) . . (23) 

<223> X = any amino acid 

<220> 

< 2 2 1 > MIS C_FE ATURE 
<222> (25) . . (26) 

<223> X = any amino acid 

<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (28) . . (31) 

<223> X = any amino acid 

-29- 



V 



<220> 

<221> MIS C_FE ATURE 

<222> (33) . . (34) 

<223> X = any amino acid 



<400> 16 

Xaa Xaa Xaa Trp Xaa Xaa Leu Gly Xaa Xaa Tyr Xaa Xaa Xaa Xaa Xaa 
1 5 10 15 



Xaa Xaa Xaa Ala Xaa Xaa Xaa Phe Xaa Xaa Ala Xaa Xaa Xaa Xaa Pro 
20 25 30 

Xaa Xaa 

<210> 17 

<211> 8 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic Peptide 

<400> 17 

Thr Lys Gly Phe Arg Ala Pro Glu 
1 5 

<210> 18 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Synthetic DNA 
<220> 

<221> misc_feature 

<222> (9) . . (9) 

<223> n = a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (15) . . (15) 

<223> n = a, c, g, or t 

<220> 

<221> mi sc_f eature 

<222> (18) . . (18) 

<223> n = a, c, g, or t 

<400> 18 

aarathggng arggnacntt 2 0 

<210> 19 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 
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\ <223> Synthetic DNA 



<400> 19 

athathcaya grgarathaa 



20 



<210> 20 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<220> 

<221> misc_f eature 

<222> (6) . . (6) 

<223> n = a, c, g, or t 

<220> 

<221> mi sc_f eature 

<222> (9) . . (9) 

<223> n = a, c, g, or t 

<220> 

<221> mi sc_f eature 

<222> (18) . . (18) 

<223> n = a, c, g, or t 

<400> 20 

agytcnggng cyctraancc 2 0 
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w • m 

<210> 21 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic DNA 
<220> 

<221> misc_f eature 

<222> (3) . . (3) 

<223> n = a, c, g, or t 

<220> 

<221> mi sc__f eature 

<222> (6) . . (6) 

<223> n = a, c, g, or t 



<220> 

<221> mi sc_f eature 

<222> (15) . . (15) 

<223> n = a, c , g, or t 



<400> 21 
acnccnrcrc 

<210> 22 
<211> 19 



tccanatrtc 
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<212> 
<213> 



DNA 

Artificial Sequence 



<220> 

<22 3> Synthetic DNA 

<400> 22 

ccgtagtgct agaatagca 

<210> 23 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 23 
agtcagcgtt gaagtc 

<210> 24 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 24 

tctctcgagg aagaaaggca acaa 

<210> 25 



<211> 24 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic DNA 

<400> 25 

ggttcttgga gtagctatgg tttc 24 

<210> 26 

<211> 2699 

<212> DNA 

<213> Arabidopsis thaliana 



<400> 26 
cttatttact 


tttacaattg 


taaatagttt 


agagtttggc 


ttactgcgtc 


agcaaccact 


60 


gtaggctgct 


gtttaaggag 


catttggttt 


ctaagggttt 


catgtactgg 


atggaagaag 


120 


tcgtgcttga 


gagcatcctc 


tgcgctgatt 


cgtcgcctcg 


ggttaacggt 


caaacattta 


180 


tcaacgaggt 


caagaagcga 


tagtggaatt 


acgtctagaa 


actctctgcg 


ttttgtgttg 


240 


agttcgcacc 


attttctcaa 


ctccatcccc 


ttcaagtacc 


ttgactcgta 


taattcctta 


300 


gggaaagagg 


attcacggtt 


gtgcagcttg 


gctacttccc 


ataattcttc 


actgcctcgt 


360 


agttgtgcaa 


tgtcctttat 


gttctgttca 


gggtcaccag 


tgaaaggtgt 


ccttcccatt 


420 


atgaggtata 


acaaagtaac 


tcccgcagac 


cacacgtcta 


tcttaggtcc 


ttggtgcaaa 


480 


gatctgaagc 


aaacctctgg 


agctcggaag 


cctttggttc 


ctgagcaagg 


accgtctttc 


540 


ttctcaatta 


cgtcccctgc 


ttcaggccga 


ccgttagagc 


acagtggcat 


tggggtcaga 


600 


taaagaagtt 


ccttctcagc 


tttccctgga 


agagcagcta 


cccgttttct 


catagacgta 


660 


ggagctttgg 


atgatacttc 


atggtttgga 


attggaacag 


acattgtctc 


ttgcagaaaa 


720 


tctaaaagcg 


cttttcttcc 


atgacatggc 


aaaggctctc 


ttctcttttc 


acctgaaggg 


780 
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ttgttccttg 


tgctggtcac 


atctttagct 


gaagttaagc 


cagacccttc 


tgccccttgg 


840 


ctattgagtc 


tctcccatct 


ggtcatgtca 


ttccgagctc 


ttgtctttcc 


cgctgctttc 


900 


ttgatactat 


taggcgctaa 


agttttctga 


gaaggtttgt 


tggtccctcg 


gtttaccgca 


960 


tcgagtgatt 


taaccaatgt 


atgatgtttc 


ttgctggcgg 


taggaagacc 


tgaagctgct 


1020 


tttgatttat 


ctgctcttct 


gtacttctgg 


tgcaaatcca 


tggcaaggtt 


aaaatcaatg 


1080 


agatagcctt 


tgttggtctt 


cctagagaag 


aggaagtttc 


ctggcttaac 


atccctatga 


1140 


acaacaccct 


gcttatgcag 


actcgataga 


gctttgaaca 


tgcagtagcc 


gtaccactgc 


1200 


agctgataca 


catctatttc 


tctcttcaat 


gaatcaggtc 


tgtcatgttc 


aaggtgctca 


1260 


aggatgatgc 


aatcagaatc 


tccattcttg 


agacagcctt 


catgctttat 


tatacagttt 


1320 


ttccccccaa 


aacgctccag 


cattctgatt 


tcattattca 


cataatactt 


ctgagcgcca 


1380 


acatgagggc 


atttaattgc 


aaactctgtt 


ccatcagttt 


tcctcgttgc 


cttataaaca 


1440 


atcccgtagc 


cacctgaacc 


ttcttcctct 


acaatagtgt 


aagaatcaaa 


atctggaatt 


1500 


gtgttatgct 


ttgcctgatc 


cttctgatct 


ttaagacgaa 


cggtgttaaa 


attctgcttc 


1560 


ctcttctgga 


taactttact 


ttttctggtg 


tgttttatct 


caggggaaca 


gctgtacgtt 


1620 


ttgctgtttc 


ccggcaattt 


gcattgatcc 


agagtttttt 


gtaccaaaga 


tttatcttga 


1680 


ttagcttctg 


tagcagaagg 


cttcaacggc 


agctctctgt 


caggggtgct 


aacgatgtct 


1740 


acagtgtgat 


catctacaag 


tagatcttca 


gtgtcatcca 


caatctgcac 


tggttctaac 


1800 


tcattttctg 


ttggcatcaa 


tgaggcaacg 


ggatcggact 


gcacagaatc 


agtttgtatc 


1860 


tctcccttag 


ggaagagatc 


cttcttattt 


ttatcatcac 


cttcttcgat 


taatatttgg 


1920 


ttgtcagcaa 


tttggaaatc 


tccaatttca 


ggtcgctcgt 


aatatccatc 


ctcctgagga 


1980 


gatggcaaat 


cgttcttgct 


ttcctctaac 


cgatgtgtag 


gattgacatc 


cactgaagca 


2040 


ttggatgtct 


gcggaccagg 


ctgatgatct 


tgaacaaaag 


cctctattcc 


tcggttagat 


2100 


gcacttaaat 


tgaaaaccga 


agcttgggat 


tcaagagcta 


aaatagtccc 


aagcatagtt 


2160 


ccacaggcaa 


cagttctgat 


gtcgttaggt 


ctgctatcta 


ttacagagta 


attcacatcg 


2220 


tttccatcat 


ttcgacttct 


tttgggcaat 


ggcatgagct 


ctagctcctc 


ttgttccgca 


2280 


ttctctctcg 


aatgctttag 


cgtgagagat 


ctcggatcca 


taaactgttc 


taacacaaca 


2340 
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ttttcctgca 


aatccaaact 


acaggcgaaa 


ctagccggag 


cggagggaga 


ctcaggcgag 


2400 


agagtcacag 


tgaagccatc 


ttcggcaagg 


gaaataggag 


aattagggat 


cgagcaaaga 


2460 


tatttgacga 


gattaggaga 


accttggaag 


tatgtacact 


ttgaagaaag 


atctataaca 


2520 


gattctggat 


gaccagaaga 


aagcaggaga 


cgay a uaac c 
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ttaaggtcgt 


cgttgccgtc 


tgaattggtg 


ggactaagag 


gaatgagctc 


tcttccggct 


2640 


gtagaattct 


cgagttgacg 


cggttccgag 


ttttctgaca 


ttgcaaatgc 


tgtgaatct 


2699 


<210> 27 














<211> 2512 x 












<212> DNA 














<213> Arabidopsis thaliana 










<400> 27 
tttttttttt 


tttttttttt 


tttttttttt 


tttttttttt 


tttttttttt 


tgaacaaaag 


60 


ttccaacttg 


gaaaagaaat 


gaaaattcaa 


acccaactct 


atacaatttt 


ctgtaatatt 


120 


accctctaag 


tttatataat 


cagttttgtt 


ttagggttag 


tccacaagac 


tgatctaaag 


180 


atgagaaaaa 


ttacagatga 


ctttgggtta 


tatgagaaac 


ataatctggt 


gtattacctg 


240 


cacaataaat 


ctacaaattt 


tcctccgtca 


ccagctcgtc 


tggtagtatc 


aacctctcca 


300 


tgtaagcctt 


tatcttgaca 


gcatcagatg 


gagaagggct 


taaatccaaa 


gcaatgccga 


360 


aatgtaacac 


ggctttgtcg 


tattgcttta 


gctgattgta 


tattttgcca 


agcgatgcat 


420 


ggacactgct 


ttcttgagga 


gcacattctt 


tgagctcttc 


taaaactttc 


tgtgctttgt 


480 


gataatcacc 


taggctggtt 


aatatgtgag 


ccttgtagta 


cttggggagc 


ggattctttg 


540 


catcagtgag 


tacagccttc 


tccatcatca 


tcaacgcctc 


atcgtttctc 


tttgactcat 


600 


gcaaagcaat 


tccatagtaa 


cacatgatga 


ctgaagatct 


tggatttatt 


tggagagcca 


660 


gttgaaattg 


atgctgcgca 


aactcgaatt 


tctcctgacg 


aagataggtc 


attccaagac 


720 


cgtaccatgc 


attatagtgt 


ctcgtatcta 


tgcccagagc 


cttccggtag 


catctctctg 


780 


catcctcgaa 


ttcttccaat 


gcggcaaact 


cgtggccaca 


aagggtatgt 


gcatatgtga 


840 
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atctttcatt 


cagttggata 


gctctctgaa 


acattttgag 


agcagtatca 


tgatccttac 


900 


gcaaactgta 


acagttccca 


actgcacacc 


aggattctgg 


agacaggcga 


tcaactgaaa 


960 


tcagttcctg 


agccagatag 


cccaacctca 


tctcttcttt 


caggtgataa 


agaacagtgg 


1020 


agtatgtatc 


cattccttcc 


aaagcataag 


gatacttttg 


atgagcaaga 


gtaaaggaag 


1080 


agtcagcgtt 


gaagtagtct 


tgtagctcaa 


aatatgcttt 


tccaacctgc 


atgagaaccc 


1140 


agtgtgtatt 


gtattgtttc 


tgagatagct 


tttgatatgc 


caacaaagct 


tcctgacact 


1200 


tgtacatatg 


taaatgcctg 


tggccatctc 


caagaatttt 


cagaatgcct 


agcacttctg 


1260 


aaattccaga 


aataaggctg 


aaacgatccg 


gggaagattc 


actaggattt 


gacttttcct 


1320 


catcatcaac 


agagcttcca 


gtgtcactta 


cagactggcc 


tgacgtcgtt 


gctggatcat 


1380 


ttagagtaac 


ggtatcagga 


atcgcttctt 


tgctgctttg 


gattctgcat 


tttccaatca 


1440 


tcgaggaaag 


agaaggtgca 


tagtttgact 


cggaaggtga 


aagatgtaac 


caatgggaat 


1500 


cttttccaaa 


tgactgcgac 


ataggattct 


ttttccttgc 


tgctattcta 


gcactacggc 


1560 


ggcgcccaga 


ttcttcttga 


gcctctgctg 


acaattcttc 


actaaaaaag 


tttcttcgac 


1620 


gcacacgcac 


tccatgtaca 


gacatcaaag 


atccttccac 


tgctggacga 


cgcatattct 


1680 


taagaagcag 


aggcggtgga 


gcatccatta 


cctgtaaaag 


cactggagaa 


ggtgtgttca 


1740 


agtcccatcc 


gtttgtacta 


agttgcctgt 


cagtatttgg 


tggaatatct 


ccaggctgct 


1800 


gcataatttt 


cagatcttgt 


tggttctctc 


ctggaatgtg 


ttctgtttgc 


gataaacctg 


1860 


tatcttttaa 


ggccttatca 


gaatctgtaa 


tctggtctat 


ggttgctcct 


tctgagaagc 


1920 


ttattctttg 


ttctacacaa 


gttttaagac 


gctgggaagc 


aacattcccg 


aaaactgttg 


1980 


aggcttcttc 


agcggcacct 


aaactacaaa 


gttctccata 


tgcttcccaa 


cacaatggat 


2040 


caaatgacaa 


tgccatccta 


aactgttgta 


ttgaacagtt 


cttcctccca 


gaatatctat 


2100 


atataagacc 


aagaagataa 


tgcccagctg 


caccaccagg 


aacttcttca 


gcataatctt 


2160 


cacagggcaa 


caatgcagct 


tcagcctctc 


caagaagatc 


caacttaaag 


catgagaatg 


2220 


caaataaata 


ccgagactga 


ggcgtttttg 


aacctttaag 


gatataatat 


gcactataag 


2280 


cttgactgtt 


actcaagtaa 


cacctggcta 


acaattgcag 


gttcacctca 


gatggaaatt 


2340 


gggcgagaag 


aagttcgcaa 


aggaagatag 


cattggtgaa 


cataaaatgg 


ttaaggtttt 


2400 
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tctggacaca attcgccagt agattctcca tcatctgatg atgatgatga ccaaattgac 2460 
gagacaatcg atgttgttgt tgttcctcgg aggctgtgtg tgtaatgtcg cc 2512 

<210> 28 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 28 

ctctcccatc tggtcatgtc 20 

<210> 29 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 29 

gaacatgcag tagccgtacc 2 0 

<210> 30 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<220> 
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<223> Synthetic DNA 

<400> 30 

aaatggtgcg aactcaacac 

<210> 31 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 31 

tatgggaagt agccaagctg 

<210> 32 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<220> 

<221> misc_f eature 

<222> (6) . . (6) 

<223> n = a, c, g, or t 

<220> 

<221> misc feature 



<222> (12) . . (12) 

<223> n = a, c, g, or t 



<400> 32 

tgggtnttrg cnmargg 

<210> 33 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 
<220> 

<221> misc_f eature 

<222> (6) . . (6) 

<223> n = a, c, g, or t 

<220> 

<221> mi sc_f eature 

<222> (15) . . (15) 

<223> n = a, c, g, or t 

<400> 33 

atgganrtht wyagnac 

<210> 34 

<211> 18 



<212> DNA 

<213> Artificial Sequenc 
<220> 

<223> Synthetic DNA 
<220> 

< 2 2 1 > mi sc_f ea ture 

<222> (15) . . (15) 

<223> n = a, c, g, or t 

<400> 34 

agrcaytaya aygcntgg 

<210> 35 

<211> 20 

<212> DNA 

<213> Artificial Sequenc 
<220> 

<223> Synthetic DNA 
<220> 

<221> misc_f eature 

<222> (9) . . (9) 

<223> n = a, c, g, or t 



<400> 35 

tadaycatnc cyaavccraa 



